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1. MP Identification Trials On Testis Disease Sample
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Testis Analysis for Identification of MPs

Maturation Arrest 

The seminiferous tubules contain 

spermatocytes,

but no sperms develop

MP IDs (1)
: DEFB123

Claimed by Wang et al., JPR, 2017 Dec



RGPD1 
RANBP2-like and GRIP domain-containing protein 1

RGPD2
RANBP2-like and GRIP domain-containing protein 1

Homology on MPs of High Resemblance



…

These proteins have only one unique peptide.

Homology on MPs of High Resemblance

RGPD1 vs RGPD2



1. MP Identification Trials On Testis Disease Sample

2. Characterization of MPs on Chr.9



Characterization Strategy of MPs

Subcellular Localization Interactome Analysis In vivo Study

O/E in human cell line K/O mice

http://www.mousephenotype.org/
http://www.mousephenotype.org/


Priority uPE1 Selection

Priority Acc. code Protein name Gene name Chr Years

1 NX_Q9UFN0 Protein NipSnap homolog 3A NIPSNAP3A 9 2018

2 NX_Q5T7W7 Thiosulfate

sulfurtransferase/rhodanese-

like domain-containing protein

2

TSTD2 9 2018

3 NX_Q7Z304 MAM domain-containing

protein 2

MAMDC2 9

4 NX_Q7L5A3 Protein FAM214B FAM214B

5 NX_Q5JUQ0 Protein FAM78A FAM78A 9

6 NX_Q2TAM9 Tumor suppressor candidate

gene 1 protein

TUSC1 9

7 NX_Q96J77 Tumor protein D55 TPD52L3

8 NX_Q9NX38 Protein Simiate FAM206A 9

9 NX_Q15527 Surfeit locus protein SURF2 9

10 NX_Q8N5I2 Arrestin domain-containing

protein 1

ARRDC1 9

Orange: IMPC KO mice supported

uPE1: 59 proteins (Chr.9, )
10 proteins were selected
 2 proteins for this year



(10 proteins)

SNRNP200
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HSP90B1
HNRNPL
CANX
KPNA2
RPL7A

Low Score High Score

ARID3C IP-MS: Interactome Selection
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ARID3C 
• AT-rich interactive domain-containing protein 3C
• Inferred from homology

• Molecular Function: DNA-binding
• Biological Process: Transcription, Transcription regulation
• Subcellular location: Nucleus



ARID3C brief information

GO - Molecular function  (DNA binding)
• chromatin binding Source: Ensembl
• RNA polymerase II regulatory region sequence-specific DNA binding Source: 

GO_Central
• transcriptional activator activity, RNA polymerase II transcription regulatory 

region sequence-specific DNA binding Source: GO_Central

Subcellular localization (Nucleus)

Make sense

Input: IP-MS data

ARID3C IP-MS: Network analysis
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